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Research Interests 

 

1. Discovery of unknown viruses in wild animals especially bats. 

2. Molecular epidemiology of emerging zoonotic viruses. 

3. Interspecies infection mechanism of zoonotic viruses. 

 

Prof Zhengli Shi’s researches focus on the molecular epidemiology and interspecies infection 

mechanism of emerging zoonotic viruses, especially bat-borne viruses, as well as discovery 

and characterization of novel viruses in bats and other wildlife. She has gain rich expertise on 

pathogen biology of coronaviruses and other emerging viruses of bat origin, virus discovery, 

virus evolution, and development of diagnostic technologies for emerging viruses. Prof Shi 

has identified ultimately the animal origin of SARS, by discovering genetically diverse bat 

SARS-related coronaviruses (SARSr-CoV), isolating bat SARSr-CoVs highly homologous to 

SARS-CoV that are able to the same receptor as SARS-CoV, and revealing the potential 

recombination origin of SARS-CoV. She has discovered a large number of novel viruses from 

Chinese bat populations, including viruses with potential public health significance. 

 

Education:  

 

09/01/1983 - 06/30/1987,   BSc, major in Genetics, Department of Biology, Wuhan 

University, China. 

09/01/1987 - 06/30/1990,   MSc, major in Virology, Wuhan Institute of Virology, Chinese 

Academy of Sciences, China. 

10/01/1996 – 05/11/2000,   Ph.D, major in Virology, University Montpellier II, Montpellier, 

France. 

 

 



Work experience:  

07/01/1990 - 6/30/1993,    Research Assistant in Wuhan Institute of Virology, Chinese 

Academy of Sciences, China.  

07/01/1993- 9/30/1995,     Research Scientist in Wuhan Institute of Virology, Chinese 

Academy of Sciences, China. 

07/01/2000 - Present,       Senior Scientist and Principal Investigator, Wuhan Institute of 

Virology, Chinese Academy of Sciences, China. 

02/22/2006 - 05/21/2006,   Visit scientist in Australian Animal Health Laboratory, CSIRO, 

Australia 

10/02/2006 - 10/23/2006,   Biosafety course training in BioMérieux P4 laboratory, France 

 

Grants (recent five years):   

  01/01/2011-12/31/2015   Mechanism of interspecies transmission of zoonotic viruses, 

National Basic Research program of China, project no: 

2011CB504700. Co-Principal Investigator. 1,300,000 RMB. 

  01/01/2013-12/31/2017   Identification, genetic evolution and pathogenesis of bat viruses in 

China. National Natural Science Foundation of China, project no: 

81290341. Co-Principal Investigator. 2,900,000 RMB. 

   01/06/2014-31/05/2019   The ecology of bat coronaviruses and the risk of future coronavirus 

emergence. National Institutes of Health NIAID R01AI110964. 

665,000 US dollars. 

   01/10/2014-30/09/2019   Emerging Pandemic Threats PREDICT 2_China, United States  

Agency of International Development, project no: 

AID-OAA-A-14-00102. Country Coordinator. 559,500 US dollars. 

   01/01/2016-31/12/2020  Geographical distribution and genetic varation of pathogens in Africa, 

Sino-Africa Joint Research Center, Chinese Academy of Science, 

project no: SAJC20165. Principal Investigator. 2,400,000 RMB. 

   01/01/2018-31/12/2021   Evolution mechanism of the adation of bat SARS-related 

coronaviruses to host receptor molecules and the risk of interspecies 

infection, National Natural Science Foundation of China, project no: 

31770175. Principal Investigator. 660,000 RMB. 

   01/07/2018-30/06/2023   Genetic evolution and transmission mechanism of important 

bat-borne viruses. The strategic Priority research Program of Chinese 

Academy of Sciences. Principal Investigator. 8,750,000 RMB. 

   01/01/2019-31/12/2023   Pathogen biology studies on novel swine coronavirus, National 

Natural Science Foundation of China, project no: 31830096. Principal 

Investigator. 3,480,000 RMB. 

 

 

Honours and Awards 

2003,   Natural Science Award (the Second Prize) of Hubei Province, China. 

2004,   Outstanding supervisor of graduate student of Hubei Province, China. 

2006,   Outstanding scientist of the Chinese Academy of Sciences.  



2006,   Outstanding Research Article on Natural Science (the First Prize), Hubei Province, 

China 

2014,   Young and Middle-aged Scholar with Distinguished Contribution in Hubei Province, 

China 

2014,   Outstanding Research Article on Natural Science (the Grand Prize), Hubei Province, 

China 

2016,   Palm Knight Medal for Education, Government of the Republic of France 

2017,   Natural Science Award (the First Prize) of Hubei Province, China. 

 

Teaching and Service 

2011-present,      Director of the Center for Emerging Infectious Diseases, Wuhan Institute 

of Virology, Chinese Academy of Sciences 

2013-present,      Director of BSL-3 laboratory at Wuhan Institute of Virology, Chinese 

Academy of Sciences 

2014-present,      Director of the Committee of Biosafety, Wuhan Institute of Virology, 

Chinese Academy of Sciences 

2014-present,      Director of CAS Key Laboratory of Special Pathogens and Biosafety 

2015-present,      Vice Director of BSL-4 laboratory at Wuhan Institute of Virology, 

Chinese Academy of Sciences 

2000-2005,        Host lecturer in “Advanced Molecular Biotechniques” for graduate 

students of Wuhan Institute of Virology, Chinese Academy of Sciences.  

2006-present,      Invited lecturer in “Molecular Virology” for graduate students of Wuhan 

Institute of Virology, Chinese Academy of Sciences.. 

2017-present,      Invited lecturer in “Viral Diseases and Surveillances” for graduate 

students of University of Chinese Academy of Sciences. 

 

    

Professional Society Membership 

Member of Chinese Society for Biochemistry and Molecular Biology (2000-2016) 

Member of Chinese Society for Microbiology (2002-present) 

Member of American Society for Microbiology (2007-present) 

Member of the Scientific Committee of the DIVERSITAS ecoHEALTH Core Project 

(2014-2016) 

 

Editorial Boards  

Editorial Board of Virologica Sinica (2001-2016)  

Editorial Board of Journal of Medical Virology (2015-2017) 

Associate Editor of Virology Journal (2016-2018) 



Editorial Board of Virology (2017-2019) 

Editor in Chief, Virologica Sinica (2017-2019) 
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Sun, Q., Zhang, X-L-L., Wang, Y-Y., Xing, S-Z., Chen, Y-S., Sun, Y., Li, J., Daszak, P.*, 
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556(7700):255-258. 

2. Xie, J.Z., Li, Y., Shen, X., Goh, G., Zhu, Y., Wang, L-F., Cui, J., Shi, Z-L.,* Zhou, P.* 
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coronaviruses. Sci China Life Sci. 60(12):1399-1402. 

5. Tan, B., Yang, X. L., Ge, X. Y., Peng, C., Liu, H. Z., Zhang, Y. Z., Zhang, L. B. & Shi, Z. 

L*. (2017). Novel bat adenoviruses with low G+C content shed new light on the 

evolution of adenoviruses. J Gen Virol., 98(4), 739-748. 
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10. Menachery VD, Yount Jr BL, Debbink K, Agnihothram S, Gralinski LE, Plante JA, 
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Zhang, W., Peng, C., Zhang, Y.J., Luo, C.M., Tan, B., Wang, N., Zhu, Y., Crameri, G., 

Zhang, S.Y., Wang, L.F., Daszak, P.*, Shi, Z-L*. (2013). Isolation and characterization of 

a bat SARS-like coronavirus that uses the ACE2 receptor. Nature, 503(7477):535-538.  

12. Zhang, G#., Cowled, C#., Shi, Z#., Huang, Z#., Bishop-Lilly, K. A#., Fang, X., Wynne, J. 

W., Xiong, Z., Baker, M. L., Zhao, W., Tachedjian, M., Zhu, Y., Zhou, P., Jiang, X., Ng, 
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